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Preface
Welcome: This year we organise the 14th Annual Amsterdam Chlamydia Meeting (14th AACM).
As the previous two years, we have a Prize for the best presentation by a (PhD-)student. The
quality of the presentations will be assessed by senior researchers present at the meeting.
This year our opening keynote lecture is by dr. Stephanie Migchelsen (UK) on a Target Product
Profile (TPP) for CT Serology and in addition, we have another keynote lecture by dr Yvonne
Pannekoek (NL) on Chlamydiaceae. As from the first AACM forward, we have many junior
speakers including PhD students. We have this year for the third time pitches before lunch by
students, PhD students, post-docs, or staff on the work in which they are engaging for the
upcoming years. We are confident that the speakers will spark the minds of both young as well
as established Chlamydiologists and trigger valuable discussions this day!

Acknowledgements: We would like to thank our sponsors, without their support this meeting
would not be possible in the current format: Roche, Mediphos, Copan, Hologic, Cepheid,
Genetic Signatures, and TubaScan. Finally, we would also like to thank those involved in the
organization of this meeting from our Laboratory of Immunogenetics.

Prof.dr. Servaas A. Morré
Dr. Sander Ouburg
Ing. Roel Heijmans
Head of the Laboratory of
Assistant professor
Technician
Immunogenetics
Infectious Diseases
Laboratory of Immunogenetics, Dept. Medical Microbiology and Infection Control, Amsterdam UMC,
Amsterdam, The Netherlands
Cover photographs: Immunofluorescence staining of Chlamydia trachomatis within epithelial cells. HeLa cells were infected with a
clinical isolate and stained with a monoclonal antibody specific for the major outer membrane protein (OmpA) of C. trachomatis. The left
panel shows a nonfusogenic phenotype, while the right panel shows a fusogenic phenotype. Images courtesy of Yvonne Pannekoek,
Department of Medical Microbiology, Academic Medical Center, Amsterdam, The Netherlands.
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Programme
8.00 – 9.00
9.00

Registration to the symposium
(1st floor, Foyer)

Prof. Servaas Morré (NL)
Opening of the symposium

Session: Chlamydia Serology
9.05
Keynote: Dr. Stephanie Migchelsen (UK)
Development of a Target Product Profile (TPP) for CT Serology to
estimate the risk of female infertility
9.45

Drs. Bernice Hoenderboom (NL)
Chlamydia trachomatis Whole-Proteome Microarray Analysis of
the Netherlands Chlamydia Cohort Study

10.05

Dr. Sander Ouburg(NL)
Screening of Chlamydia trachomatis and Waddlia chondrophila
antibodies in women with tubal factor infertility

10.25 – 11.00 Coffee Break
Session: CT diagnostics & Epidemiology 1
11.00 Prof. Jan van Bergen (NL)
Getting to grips with Chlamydia control: time for a paradigm shift?
11.20

Dr. Monique Wesselink (NL)
Bacteria in Court

11.40

Ing. Roel Heijmans / Prof. Servaas Morré (NL)
Development of PCR to identify the finCT variant and its spread in
the Netherlands

Pitches
12.00 Dr. Birgit van Benthem (NL)
What's NECCST? The way forward in terms of chlamydia control
12.05

Prof. Servaas Morré (NL)
Call for consensus in Chlamydia trachomatis nomenclature:
moving from biovars, serovars, and serotypes to genovariants,
genotypes, and genomotypes

12.10

Drs. Liesbeth Ab (NL)
Rectal Chlamydia
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Programme
12.15

Drs. Naomi Juliana (NL)
The natural course of genital infections among pregnant women
in Pemba Island, Tanzania

12.20 – 13.20 Lunch
Session: CT diagnostics & Epidemiology 2
13.20 Drs. Maartje Visser (NL)
Chlamydia Autoinoculation
13.40

Dr. Wim Vanden Berghe (BE)
The prevalence of Chlamydia trachomatis among the general
population in Belgium. Preliminary results and reflections

14.00

Drs. José Lopez-Pintor Huertas (SP)
Evaluation of virulence in CT

Session: Chlamydiae & Zoonosis
14.20 Keynote: Dr. Yvonne Pannekoek (NL)
Chlamydiaceae: old and new
14.50

Prof. Daisy Vanrompay (BE)
Ovotransferrin against Chlamydia psittaci respiratory disease in
poultry: from the lab to the farm

15.10 – 15.40 Coffee break
Session: CT in developing countries
15.40 Dr. Pierre Thomas (NL)
Globalstars: a one Health approach to study the relation between
Chlamydiae (Human, poultry and environmental) and female
reproductive health
16.00

Drs. Naomi Juliana (NL)
The prevalence of Chlamydia trachomatis and other genital
infections among pregnant women in Pemba Island, Tanzania

16.20

Dr. Gerold de Valk (NL)
Point of care testing with the Cirrus D20 for Waddlia chondrophila
and Chlamydia trachomatis
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Programme
16.40

Moderators meet to select the best oral presentation by a (PhD-)
student and the best pitch by a (PhD-)student

16.50

Best presentation by a (PhD-)student prize &
Best pitch by a (PhD-)student prize
Closing remarks: Prof. Servaas Morré

17:00 - 18:00

Drinks with "bitterballen" (Foyer, lobby level)

18:00 Diner (Restaurant Mercure Amsterdam City)
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Stephanie J. Migchelsen, PhD
National Survey of Sexual Attitudes and Lifestyles;
Institute for Global Health; University College
London
s.migchelsen@ucl.ac.uk
9:05

Development of a Target Product Profile (TPP) for CT Serology to estimate the
risk of female infertility

Curriculum Vitae
Stephanie began her academic career at the University of Toronto, studying Forensic
Biology (Honours BSc). She completed her MSc at Universiteit Utrecht with research at the
Koninklijk Instituut voor de Tropen, Amsterdam and the Instituto Nacional de Parasitologia
in Buenos Aires, Argentina, studying the immune response to Chagas disease. She
completed her PhD at the London School of Hygiene and Tropical Medicine using CT
serology as a means of monitoring intervention activities to eliminate trachoma as a public
health problem. Stephanie then moved to Public Health England, where she produced an
extensive review of the National Chlamydia Screening Programme, conducted a survey of
people who inject drugs, and supervised the transition to version three of GUMCAD. She
has recently started at University College London as a Research Fellow (Biobank) on
Natsal, the National Survey of Sexual Attitudes and Lifestyles.

Abstract
The Public Health Applications of Chlamydia trachomatis (CT) Serology was set up in 2016
as an informal working group comprising international chlamydia researchers, public health
scientists, clinicians and epidemiologists from research institutes, government agencies
and universities, with the aim of promoting CT serology as a research and public health
tool.
Antibodies against CT can be used to quantify incidence and prevalence of infection and
the progression to scarring sequelae and measure the population excess fraction of
sequelae attributable to CT.
Our group has been working with the WHO Department of Reproductive Health &
Research to develop a Target Product Profile (TPP) for a serological assay to estimate a
women’s risk of infertility after chlamydial infection. We are currently seeking feedback on
the development and usefulness of such an assay.
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Bernice M. Hoenderboom, MSc
Epidemiology and Surveillance Unit,
Centre for Infectious Disease Control,
National Institute for Public Health and
the Environment, The Netherlands and
Laboratory of Immunogenetics, dept.
Medical Microbiology and Infection
Control, VU University Medical Center,
The Netherlands.
bernice.hoenderboom@rivm.nl
9:45

Chlamydia trachomatis Whole-Proteome Microarray Analysis of the Netherlands
Chlamydia Cohort Study

Curriculum Vitae
Bernice Hoenderboom (1988) graduated in Health Sciences, specialization
Infectious Diseases and Public Health in 2014 at the VU University in Amsterdam.
She completed her master thesis about HIV drug resistance in Sub Saharan
Africa, at the Amsterdam Institute for Global Health and Development. Results of
the study were published in Clinical Infectious Diseases. After graduation, she
worked at the Public Health Services (GGD) in Haarlem at the STD department.
Since 2015, she is working as a PhD student at the National Institute for Public
Health and the Environment in collaboration with the Laboratory of
Immunogenetics at the VU medical center. Her PhD project is about long-term
complications of Chlamydia trachomatis infections in women.

Abstract
Chlamydia trachomatis (Ct) whole-proteome microarrays were utilized to identify
antibody patterns associated with infection; pelvic inflammatory disease (PID),
tubal factor infertility, chronic pelvic pain (CPP) and ectopic pregnancy in a
subsample of the Netherlands Chlamydia cohort study. Serum pools were
analyzed on whole-proteome arrays. The 121 most reactive antigens identified
during whole-proteome arrays were selected for further analysis with minimized
microarrays that allowed for single sera analysis. From the 232 single sera; 145
(62.5%) serum samples were reactive for at least one antigen. To discriminate
between positive and negative serum samples; we created a panel of in total 18
antigens which identified 96% of all microarray positive samples. Antigens
CT_858; CT_813 and CT_142 were most reactive. Comparison of antibody
reactivity’s among women with and without Ct related sequelae revealed that the
reactivity of CT_813 and CT_142 was less common among women with PID
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compared to women without (29.0% versus 58.6%, p = 0.005 and 25.8% versus
50.6%, p = 0.017 respectively). CT_858 was less common among CPP cases
compared to controls (33.3% versus 58.6; p = 0.028). Using a whole-proteome
array to select antigens for minimized arrays allows for the identification of novel
informative antigens as general infection markers or disease associated antigens.
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Sander Ouburg, PhD
Amsterdam University Medical Centre – Location
VUmc, Department of Medical Microbiology and
Infection Control, Laboratory of Immunogenetics.
Amsterdam, the Netherlands. & TubaScan Ltd.

10:05

Screening of Chlamydia trachomatis and Waddlia chondrophila antibodies in
women with tubal factor infertility

Curriculum Vitae
Sander Ouburg studied medical biology at the University of Amsterdam. He did his PhD on
‘the immunogenetics of infection and inflammation of the gastrointestinal and urogenital
tracts’ which he defended in December 2006. He continued his research as post-doc and
later as assistant professor at the laboratory of Immunogenetics at the VU University
Medical Center, further specialising in the immunogenetic analysis of infectious diseases
with a focus on Chlamydia trachomatis infections. He has been working for TubaScan Ltd.
since its beginning.

Abstract
Waddlia chondrophila is an emerging intracellular pathogen belonging to the order of
Chlamydiales, and was previously associated with adverse pregnancy outcomes, as well
as tubal factor infertility (TFI). In this study we aim to confirm the link between both W.
chondrophila and Chlamydia trachomatis IgG seropositivity and TFI. Antibodies against
both bacteria were measured in 891 serum samples of women visiting a fertility clinic. After
a hysterosalpingography (HSG) and/or laparoscopy (LS), they were classified as either TFI
negative or TFI positive. The total seroprevalence was 13,3% for C. trachomatis and
38,7% for W. chondrophila. C. trachomatis antibodies were significantly more often present
in the TFI positive group, while for W. chondrophila no difference could be observed.
Furthermore, distal tubal occlusions were more common in women with C. trachomatis IgG
antibodies, while in women with W. chondrophila IgG antibodies proximal occlusions were
more common. In conclusion, our study confirms the association between C. trachomatis
seropositivity and TFI, but no association was found between W. chondrophila
seropositivity and TFI. The high percentage of W. chondrophila seropositivity in all women
attending a fertility clinic shows further research on this Chlamydia-like bacterium.
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Prof. Jan van Bergen, MD, PhD
Amsterdam University Medical Centre,
department of General Practice; General
practitioner; Program manager, Stichting Aids
Fonds – Soa Aids Nederland; Consultant
National Institute for Public Health and the
Environment – Centre for Infectious Diseases
(RIVM – CIB)
JvanBergen@soaaids.nl
11:00

Getting to grips with Chlamydia control: time for a paradigm shift?

Curriculum Vitae
Jan van Bergen is Professor HIV and STI in primary care at the Amsterdam University
Medical Centre, department of General Practice. He is a general practitioner, program
manager at Stichting Aids Fonds – Soa Aids Nederland, and consultant for the National
Institute for Public Health and the Environment – Centre for Infectious Diseases (RIVM –
CIB). Since 2011, he has chaired the Expert-group on STI and Sexual Health of the Dutch
College of General Practitioners. He was project leader of the Dutch Chlamydia Screening
Implementation initiative and is closely involved in guideline development and
(postgraduate) education in the domain of STI. His research focuses on Chlamydia and
HIV. Jan van Bergen is (co)-author of over 100 peer-reviewed publications, including in
such professional journals as British Journal of General Practice, Sexually Transmitted
Infections and International Journal of STD & AIDS.

Abstract
Many countries are facing challenges implementing and/or de-implementing chlamydia
control interventions, including screening and extra-genital testing. This presentation will
deal with the evolving landscape of chlamydia control, the limited evidence for its
effectiveness, and the growing insights in the harms of over-diagnosis and over-treatment.
I will discuss the way forward now practice-based evidence has shown that ‘test and treat’
programmes do not seem to work as well for chlamydia infection control, as they do for
hiv-control. I will reflect on future avenues to pursue the goal of ‘infectious disease control’,
focusing om harm reduction rather than persisting in the old paradigm of hunting all
infections to reduce prevalence (‘infection control’).
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Monique Wesselink, PhD
Non-Human Biological Traces, Netherlands Forensic Institute
m.wesselink@nfi.nl

11:20

Bacteria in Court

Curriculum Vitae
Since obtaining her Master’s degree in molecular biology at Leiden University in 2005,
Monique Wesselink is working on DNA-analysis of various species within the Non-Human
Biological Traces group of the NFI. Within this group she is involved in forensic case work,
various research projects and educational activities mainly for police and prosecutors.
In 2018 she obtained her PhD from the University of Amsterdam based on her work to type
cat hairs and birch seeds and determine the evidential value of these biological traces in
forensic cases. Within the Non-Human Biological Traces group, she is now participates in
a project to explore the forensic potential of whole genome sequencing of Chlamydia and
how such infections may be used in sexual abuse cases.

Abstract
A great diversity of traces can be used to investigate links between for example crime
scenes and individuals, or between suspects and victims. Examples of biological traces
used in investigations include: human blood, botanical fragments and animal hairs in
murder cases, but also fecal material and STDs in sexual assault cases.
To enable the use of such traces in case investigations, suitable analytical methods need
to be available. Such methods must be suitable not only to analyze the species under
investigation with sufficient detail, but also suitable to analyze forensic samples that may
for example be small or preserved under suboptimal conditions. In addition to the methods,
an interpretive framework needs to be provided, allowing the results to be evaluated and
presented in such a way that they can be used in a court of law.
These aspects will be illustrated using both successful and less successful examples of the
use of bacteria in court, thereby showing how various pathogens can be of value to
forensic investigations.
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Roel Heijmans, BASc
Amsterdam UMC & TubaScan Ltd,
Amsterdam, The Netherlands.

r.heijmans@amsterdamumc.nl
11:40

Development of PCR to identify the finCT variant and its spread in the
Netherlands

Curriculum Vitae
Roel Heijmans graduated at the higher laboratory school, Utrecht, in Microbiology in 2002.
During his period of internship he studied the role of asymptomatic Chlamydia trachomatis
infections in the development of late complications in Danish women at the Department of
Pathology, Section Molecular Pathology at the VU Medisch Centrum Amsterdam under
supervision of Prof. S.A. Morré, PhD.
In 2002 he joined the laboratory of Immunogenetics. During his first two years he has been
studying the role of cytokine gene polymorphisms in de development of gastric cancer for
the Eurogast project. In the years hereafter he participated in the Infobiomed project for
which he attended summerschool in Balatonfüred, Hungary in 2006. Since 2004 he has
been working on Rheumatic Artritis, studying several cytokine gene polymorphisms. In
2012 he joined TubaScan LTD., a VUmc spin-off company founded by dr. S.A. Morré,
PhD. The company’s main focus is to identify host genetic markers, pathogen markers,
and environmental markers to improve diagnostics, with a main focus on Chlamydia
induced subfertility/infertility.
He is responsible for the development of CeliaSCAN, a multiplex Real-Time PCR Assay
and Melting Curve Analysis for the in vitro detection of HLA-DQ2.5, HLA-DQ2.2 and HLADQ8.

Abstract
In 2019, more than 200 cases of Chlamydia trachomatis negative/equivocal by the Aptima
Combo 2 assay (AC2, target: 23S rRNA) with slightly elevated relative light units (RLUs),
but positive by the Aptima Chlamydia trachomatis assay (ACT, target: 16S rRNA) have
been detected in Finland. Sequencing parts of the CT 23S rRNA gene in specimens that
were AC2 negative/equivocal but ACT positive revealed a single nucleotide polymorphism
(SNP; C1515T in the C. trachomatis 23S rRNA gene) in AC2/ACT discordant specimens.
When RLUs obtained for AC2 negative specimens were retrospectively evaluated in 2011–
2019, a continuous increase in the proportion of samples with RLUs 10–19 was observed
since 2014, and a slight increase in the proportion of samples with RLUs 20–84 in 2017–
2019, indicating that the Finnish new variant of C. trachomatis might have been spreading
in Finland for several years. Her we present the development of 2 easy PCRs the finCT
variant and the monitoring of this variants spread in The Netherlands where is was
detected.

Amsterdam, 14 February 2020

14th Annual Amsterdam Chlamydia Meeting

Birgit van Benthem, PhD
Head of STI department, Center for
Epidemiology and Surveillance, Center for
Infectious Disease Control, National
Institute for Public Health and the
Environment (RIVM), Bilthoven, The
Netherlands
birgit.van.benthem@rivm.nl
12:00

What's NECCST? The way forward in terms of chlamydia control

Curriculum Vitae
Dr. Birgit H.B. van Benthem (PhD) is an infectious disease epidemiologist and head of the
STI department at the Centre for Infectious Disease Control (CIb), National Institute for
Public Health and Environment (RIVM), Netherlands. She is responsible for the
surveillance and research on sexually transmitted diseases and national focal point for STI
for European Centre for Disease Control and Prevention (ECDC). She worked as a senior
epidemiologist in international multidisciplinary studies on infectious diseases and was
coordinating several national and international multicenter studies. Her PhD thesis involved
epidemiological studies of HIV infection in women.

Abstract
Chlamydia trachomatis (chlamydia) infections can have severe consequences for women
i.e. pelvic inflammatory disease (PID), ectopic pregnancy and tubal infertility (TFI). The
number of chlamydia diagnoses has increased recently among clients of STI clinics and
general practitioner patients in the Netherlands. Chlamydia is placed in the Dutch top 10 of
infectious diseases with the highest disease burden. Chlamydia control activities are under
debate. Screening does not reduce chlamydia prevalence and the effect on preventing late
complications is marginal. It might be more effective to move away from prevalence
reduction and focus on morbidity reduction.
In 2015, we started the ZonMw-funded Netherlands Chlamydia Cohort Study (NECCST),
aiming to produce insight in determinants of disease progression from chlamydia infection
towards complications and the underlying risk factors of such complications. So far we
learned from NECCST that only a small proportion (1-5%) of women is at risk for
complications and that having chlamydia related symptoms and young age at sexual debut
increases this risk. Pregnancy rates did not differ between women with and without a
former infection but time to pregnancy tended to be longer in women who experienced a
chlamydia infection in the past.
Because of low incidences of complications in NECCST, longer follow-up is needed to
identify women at highest risk for these complications. Additionally, we need to understand
the full burden of chlamydia on reproductive health. We determined that in this cohort
chlamydia can result in PID and TFI, but it is unclear if past infections are associated with
other reproductive outcomes such as miscarriages, preterm birth and still birth. Our project
will fill this gap by introducing an extra (fourth) round to the cohort increasing follow up to
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10-14 years. In addition a pilot will investigate the feasibility of a prediction tool for late
complications following chlamydia infection.
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Prof. Servaas A. Morré, PhD
Amsterdam UMC & TubaScan Ltd, Amsterdam,
& Institute for Public Health Genomics,
Maastricht University, Maastricht, The
Netherlands.

samorretravel@yahoo.co.uk
12:05

Call for consensus in Chlamydia trachomatis nomenclature: moving from
biovars, serovars and serotypes to genovariants, genotypes and genomotypes

Curriculum Vitae
Professor Servaas A. Morré, PhD has been working on infectious diseases for more than
24 years and he has over 200 publications, most of which are on Chlamydia trachomatis.
He graduated at the VU University, The Netherlands, in Biochemistry and Molecular
Biology in 1994 and is currently working as Head of the Laboratory of Immunogenetics, VU
University medical center, Amsterdam and as Director of the Institute of Public Health
Genomics, University of Maastricht. Since 1st of Sept 2009 the RIVM reference tasks
concerning Chlamydia trachomatis diagnostics (Dutch CT Reference Laboratory) and CT
research tasks were allocated to him at the VU University Medical Center and since 1 st of
January 2014 together with Prof.dr. Christian Hoebe. Intellectual Property has been
obtained and linked to several VUmc Spin-in companies including Microbiome Ltd, (CoFounder and Advisor) which won the Amsterdam Inventor Award in 2008 and the FD
Gazellen Award in December 2011 and 2012 and TubaScan Ltd (Founder & Advisor) a
spin-off company focussing on medical diagnostics on the basis of host genetic markers
amongst others for Periodontitis, Female subfertility and HLA typing.

Abstract
The International Committee on Systematics of Prokaryotes (ICSP) Subcommittee on the
Taxonomy of Chlamydiae (STC) was founded in 2010 to solve major taxonomy and
nomenclature issues regarding members of the order Chlamydiales. An important
nomenclature issue that was identified by the members of the ICSP-STC was the large
diversity of terms historically applied to refer to a given chlamydial type (variants, biovar,
serovar, genovar, serotype, genotype, subtype, subspecies, genomovariant, etc, among all
Chlamydia spp. With respect to C. trachomatis, typing is essential to better understand
strain emergence and populations at risk, unravel transmission networks, and identify. It
also contribute to improve screening and prevention interventions to reduce new infections.
Thus, it seemed important to attempt to improve type-and subtype-level nomenclature,
particularly as new ‘variants’ of C. trachomatis are appearing at increased frequency. The
nomenclature presented in this pitch are the conclusions the ICSP-STC on this topic.
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Elisabeth Ab, MD
General practitioner,
Academische Huisartsenpraktijk Groningen,
UMCG, The Netherlands.

liesbeth.ab@gmail.com
12:10

Rectal Chlamydia

Curriculum Vitae
General practitioner since 2005
Working in UMCG practice since 2012
Member expert group Urogynecology
Member expert group Sexual health (Sekshag)
Teacher STI and sexual health for GP trainees
Researcher on chlamydia in women in general practice since 2016
Other special interests: Prep, moral dilemmas, nonviolent communication.

Abstract
Rectal chlamydia is frequently seen in STI clinics. A history of anal sex or anal symptoms
does not seem to be a good indicator for anal CT testing. This study is on women in
general practices in the northern part of the Netherlands. All women with an indication for
vaginal CT testing were also tested rectally and we conducted an additional history on sex
technique. We asked about anal sex without penetration, anal contact with toys, fingers or
oral-genital and oral-anal contact. Rectal chlamydia prevalence is comparable with STI
clinics. In a group of 500 women we found 15,7% vaginal CT positives, 14,6% rectal
positives. 2,0% rectal mono infections and 3,3% vaginal mono infections. Sex technique
was not associated with rectal CT. Age was. Anorectal intercourse or symptoms are not a
good indicator for finding anal chlamydia in women in general practice. If sex technique is
not helpful in differentiating whom to test, we should not ask those intimate questions.
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Naomi C.A. Juliana, MD, MSc
Institute for Public Health Genomics, Maastricht
University, & Department of Complex Genetics;
Maastricht University, Maastricht, The Netherlands.

n.juliana@maastrichtuniversity.nl
12:15

The natural course of genital infections among pregnant women in Pemba
Island, Tanzania

Curriculum Vitae
Naomi Juliana was born in Willemstad, Curacao in 1992. She has obtained her bachelor's
degree in Biomedical Sciences in 2015 and her double master’s degree in PhysicianClinical Investigator in 2019 at Maastricht University. During her master, she started her
PhD-trajectory at the Institute for Public Health and Genomics (IPHG) at Maastricht
University under supervision of Dr. E. Ambrosino and Prof. S. A. Morré. Her research aims
to investigate the role of the vaginal microbiota and genital infections in pregnancy
outcomes among Tanzanian women living on Pemba Island.

Abstract
In most cases, infection with genital Chlamydia trachomatis (CT) or other curable genital
microorganisms (like Neisseria gonorrheae (NG), Trichomonas vaginalis (TV), and
Mycoplasma genitalium (MG)) are asymptomatic. This is not ideal, as their treatment
management in low and middle-income countries has a syndromic approach. Previous
research showed that untreated genital tract infections, including CT, during pregnancy are
associated with various adverse pregnancy outcomes such as miscarriage, stillbirth, and
preterm birth. During partus infected women are also at risk to vertically transmit CT to
their newborn, putting them at risk for neonatal conjunctivitis. Due to ethical issues, little is
known about the natural clearance and persistence of CT, NG, TV, and MG infection in
humans, especially during pregnancy. Previously collected vaginal samples stored in
biobanks can offer great insight in the duration of (untreated) infections. This pitch will
further discuss the natural history of genital infections during pregnancy among pregnant
women in Pemba Island, Tanzania.
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Maartje Visser, MSc
Centre for Infectious Diseases, Epidemiology
and Surveillance, National Institute for Public
Health and the Environment (RIVM), The
Netherlands

maartje.visser@rivm.nl
13:20

Chlamydia Autoinoculation

Curriculum Vitae
Maartje Visser works as a junior epidemiologist at the STI department of the National
Institute for Public Health and the Environment (RIVM). Here she works mainly on
surveillance and research projects involving surveillance data from the Sexual Health
Centres and the Gonococcal Resistance to Antimicrobials Surveillance programme.
Maartje studied Health Sciences at the VU Amsterdam, with a specialisation in Infectious
Diseases and Public Health.

Abstract
Background: Universal anorectal testing for Chlamydia trachomatis (chlamydia) among
heterosexual women is not recommended in the Netherlands, while anorectal chlamydia
infections are common irrespective of recent anal sex. The theory of auto-inoculation
between anatomical sites was suggested to explain this finding. To find possible support
for this theory, the objective was the investigate the association between potential missed
anorectal infections and subsequent urogenital chlamydia infections.
Methods: We used longitudinal surveillance data from the Dutch Sexual Health Centres.
Heterosexual women with a repeat chlamydia test between 2014 and 2018 were included.
Multilevel logistic regression analyses were used to identify determinants of urogenital
chlamydia infection at the repeat test (T2).
Results: A total of 32,744 women were included in the analyses, of whom 11.9% tested
chlamydia positive urogenitally on T2. Not being tested anorectally at T1 was an
independent risk factor of a subsequent chlamydia infection at T2 (aOR 1.81, 95%CI 1.632.02). Other determinants of urogenital chlamydia infection at T2 were young age, low
education level, no condom use, STI symptoms, received partner notification and a
previous STI diagnosis.
Conclusions: The findings might be suggestive of an autoinoculation process from the
anorectal to the urogenital site in women, thereby contributing to sustaining chlamydia
transmission.
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Wim Vanden Berghe, PhD
Epidemiology of infectious diseases,
Sciensano, Belgium

wim.vandenberghe@sciensano.be
13:40

The prevalence of Chlamydia trachomatis among the general population in
Belgium. Preliminary results and reflections.

Curriculum Vitae
Wim Vanden Berghe obtained his master’s degree in sociology at Ghent University (2003)
and subsequently worked at the same institution as a sociologist on health issues among
sexual minorities. Between 2009 and 2014 he was a researcher at the department of public
health (and IHAC) of the Institute of Tropical Medicine (ITM), Antwerp. In this function, he
coordinated and was involved in several policy and research projects on HIV/STI
prevalence and HIV/STI related sexual behavior of key populations in Belgium and Europe.
In 2013 he obtained his PhD in health sciences at Maastricht University. Apart from
research, he has been involved in education at the sociology department, Ghent
University, ITM Antwerp and VIVES university college teaching both methodological and
(applied) theoretical courses. Today he coordinates the sexually transmitted diseases
surveillance at Sciensano, the Belgian scientific institute for health.

Abstract
The prevalence of Chlamydia infections and the spread among the general population in
Belgium are unknown. In Belgium, diagnostic tests for Chlamydia are mainly performed in
specific target groups through opportunistic testing methods. As a result, the numbers
reported by the laboratories do not necessarily reflect the actual distribution of Chlamydia
trachomatis among the population in Belgium. Young women (20-24 years old) are thought
to be overrepresented in the surveillance data based on laboratory data, while men may be
underrepresented. Identifying the extent of Chlamydia infections, both symptomatic and
asymptomatic, and the spread among the population of Belgium helps prevention
organizations to provide accurate, evidence-based information, and to focus prevention
programs and possible screening on specific target groups.
A representative sample of the Belgian population is chosen randomly using a wave design
(projected N : 2000). Participants receive a Colli-PeeTM device to collect a urine sample at
home and are asked to complete a short questionnaire. Chlamydia trachomatis and
Neisseria gonorrhoeae detection is performed using the Xpert® CT/NG assay (Cepheid,
Sunnyvale, US) or Abbott RealTime CT/NG assay (Abbott, Illinois, US). The participant can
choose the type of result reporting: online, by phone, or by the family physician.
Ad interim results are presented including some methodological reflections.
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José Lopez-Pintor Huertas, MSc
Clinical Microbiology Department, Ramón y
Cajal Hospital, Madrid, Spain

jmlph@hotmail.com
14:00

Evaluation of virulence in CT

Curriculum Vitae
I attended to Granada University (Spain), where I studied Pharmacy degree until I
graduated in 2014. Then I took the national exam to access to the specialized training, and
I got a place on Clinical Microbiology Department at Ramón y Cajal Hospital, Madrid. On
my training period, I have amplified my knowledge about all kinds of infections, I have
improved my skills for infectious diseases diagnose and I have learnt about molecular
biology techniques. During my second year, I showed interest on STI field, and I joined in
the Dr. Galán group, who lead a project about lymfogranuloma venereum. Currently, I
collaborate researching about virulence of different strains of Chlamydia trachomatis, and
trying to set up markers of virulence for this microorganism. In order to improve my skills,
currently I´m doing an intership in Laboratory of Inmunogenetics, Amsterdam, lead by Dr.
Servaas Morré.

Abstract
The current epidemic of lymphogranuloma venereum (LGV) has revealed a high proportion
of asymptomatic cases. Several virulence factors have been proposed to explain the
correlation between infection and symptoms in Chlamydia trachomatis (CT), as the
presence/absence of cryptic plasmid. The absence of the plasmid has been related to
asymptomatology, while strains with high plasmid copy number (PCN) have related to
clinical symptoms. Also, specific genes were involved. In this work, we analyzed these
virulence factors in LGV and non-LGV variants.
The study was performed in 412 clinical samples from patients attended in three STI
centres in Madrid. Genotype was previously assigned based on phylogenetic analysis of
pmpH and ompA genes. A multiplex real-time PCR was designed for detection of pgp8 (the
less polymorphic plasmid gene) and omcB (single-copy chromosomal gene) to determine
PCN. Results were standardized using the human marker RNAsa gene, and each sample
was analyzed in triplicate. The estimated PCN was calculated as 1/ratio, being
ratio=2(pgp8/omcB). Finally, the virulence-related genes pgp3, pgp4, and glgA were
sequenced.
LGV strains showed higher PCN than non-LGV (13.00 and 9.85; p<0.001). Among non-L
genotypes, high prevalent ones (E and F) showed higher PCN than the low prevalent (J
and K). Interestingly, PCN was higher in symptomatic patients than in asymptomatic ones:
17.96 vs 11.16; p=0.001. Finally, the sequencing of virulence-related genes did not reveal
differences between symptomatic or asymptomatic patients.
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Our results suggest PCN as a virulence marker in CT. Also, PCN was able to differentiate
between invasive and non-invasive genotypes.
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Yvonne Pannekoek, PhD
Amsterdam UMC, University of Amsterdam,
Department of Medical Microbiology,
Amsterdam, The Netherlands

y.pannekoek@amsterdamumc.nl
14:20

Chlamydiaceae: old and new

Curriculum Vitae
Yvonne Pannekoek received her M.Sc. in 1987 at the University of Amsterdam where she
studied Biology with emphasis on Molecular Microbiology. She graduated in 1993, at the
University of Amsterdam, Dept. of Medical Microbiology of the Academic Medical Center,
thesis entitled “Identification of Neisserial stress proteins: Molecular and immunological
properties of Neisserial Hsp60”. A part of her PhD work was carried out at the Max-PlanckInstitut für Biologie, Abt. Infectionsbiologie, Tübingen, Germany, former laboratory of Prof.
dr. Thomas F. Meyer were she worked as a visiting research fellow. After her graduation
she joined the laboratory of Prof. dr. Patrik M. Bavoil, at that time situated in the University
of Rochester, Dept. of Microbiology and Immunology, NY, US, where she worked as a
postdoctoral fellow on the pathogenesis of Chlamydia infections. During that period she
discovered the type III secretion system of Chlamydia. For this work she, together with
other members of the Bavoil lab, received the best poster award during the Third European
Chlamydia meeting that was held in 1996 in Vienna, Austria. In 1995 she returned to the
Dept. of Medical Microbiology at the AMC in Amsterdam were she currently is appointed as
Assistant Professor. Her main interests are the pathogenesis and molecular epidemiology
of infections caused by N. meningitidis, S. pneumoniae, and Chlamydiae.

Abstract
Bacteria of the Chlamydiaceae family are characterized by their obligate intracellular
lifestyle. Many of the previously classified and newly described Chlamydiae are well
recognized pathogens of humans and animals. While the zoonotic implications of many of
these classified species is well known, recent research has uncovered new species and
new examples of their zoonotic potential either from existing known reservoirs or indeed
new infection sources. The list of novel species continues to grow, with increasing
evidence that the same species can be detected in both animals and humans. Here I will
give an overview of old en new novel members of the family Chlamydiaceae and their
zoonotic implications.

Amsterdam, 14 February 2020

14th Annual Amsterdam Chlamydia Meeting

Prof. Daisy Vanrompay, DVM, PhD,
DVP
Laboratory of Immunology and Animal
Biotechnology, Faculty of Bioscience
Engineering, Ghent University, Belgium
Daisy.Vanrompay@UGent.be
14:50

Ovotransferrin against Chlamydia psittaci respiratory disease in poultry: from
the lab to the farm

Curriculum Vitae
D. Vanrompay is Director of the Laboratory for Immunology and Animal Biotechnology at
Ghent University and Director of the National (WIV) Diagnostic Reference Laboratory for C.
psittaci infections in humans. She is a member of PROVAXS (www.provaxs.com), the
UGhent Center for Strategic Prophylaxis and Vaccine Development. She has published
more than 100 papers in international scientific journals and much of them are on
Chlamydia infections.
Here research is focused on: i) the development of molecular diagnostic methods for
identifying bacterial pathogens in both humans and animals, ii) unravelling the cellular and
molecular pathogenesis of bacterial infections, and iii) on mucosal immunology. Here
laboratory focuses on Chlamydia infections in humans and animals, EHEC infections in
ruminants and Vibrio infections in fish and shellfish.

Abstract
Chlamydia psittaci respiratory infections are highly prevalent in turkeys and the economical
and public health importance of these infections has been recognized since 1950. As there
are no vaccines, antibiotic treatment is mostly needed to allow marketing of poultry. We
explored the use of ovotransferrin (ovoTF) against chlamydiosis.
In vitro results demonstrated a bactericidal effect of ovoTF on extracellular C. psittaci as
well as an inhibition of chlamydial entry in chicken macrophages by blocking the host cell
actin polymerization at the bacterial entry site.
In a following step, we evaluated the effect of ovoTF in a pre-clinical trial in specific
pathogen free turkeys. Turkeys were treated with different ovoTF aerosol doses and
administrations regimes prior to the experimental C. psittaci (106 TCID50) infection. A single
dose of 10 mg ovoTF and a repeated (12 days) daily dose of 5 mg ovoTF significantly
reduced clinical signs, pathology, bacterial excretion, and replication in tissues.
Next, ovoTF was administered on a turkey broiler farm during two subsequent clinical
trials. Influence on C. psittaci infection and on concurrent infections such as
Ornithobacterium rhinotracheale (ORT) and the avian metapneumovirus (aMPV) was
examined. During the first trial, turkeys received a daily ovoTF aerosol dose (5 mg/animal),
starting at the age of 2 weeks until week 3,5. OvoTF administration was performed by use
of an Atomist. During the second trial, ovoTF was administered from week 2 until 3,5 and
from week 8 until week 9,5. During trial 1, turkeys were protected against respiratory
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disease until week 10. No antibiotics were needed until then. During trial 2, ovoTF
administration significantly improved the health of the turkeys and no antibiotic treatment
was needed. Chlamydia psittaci bioaerosol monitoring revealed reduced infection
pressure. C. psittaci, ORT and aMPV infections still occurred but they were less virulent
and passed without clinical manifestations.
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Pierre Thomas, PhD
Institute of Public Health Genomics (IPHG),
Department of Genetics & Cell Biology,
GROW Research school for oncology and
development biology. Maastricht University,
Maastricht, The Netherlands
p.thomas@student.maastrichtuniversity.nl
15:40

Globalstars: a one Health approach to study the relation between Chlamydiae
(Human, poultry and environmental) and female reproductive health

Curriculum Vitae
Pierre Thomas is a postdoctoral research at the Institute of Public Health
Genomics at Maastricht University. He specializes in Sexual and Reproductive
Health and Rights (SRHR) and Sexually Transmitted Infections (STIs) in Lowand Middle-Income Countries (LMICs). Pierre defended his PhD Thesis entitled
“ChlamIndia, burden of Chlamydia trachomatis in India, implications for policy and
practice”. He now continues working on these topics in India through the
GlobalStars project that focuses on fostering a OneHealth approach to study the
reproductive health impact of Chlamydiae in India and the SERA study that
focuses on the identification of sexually transmitted pathogens among high risk
groups in an urban setting in India. Pierre has also been involved in several
research projects on personalized healthcare in the European Union. He is also
strongly involved in teaching and education at Maastricht University where he
takes part in Bachelor’s, Master’s and PhD level activities and fosters
collaborative and entrepreneurial endeavors together with India.

Abstract
One health is the collaborative effort of multiple disciplines – working locally,
nationally and globally – to attain optimal health for people, animals and the
environment. The transmission from microorganisms form the environment and
animals to humans (zoonosis) knows many examples. Female Reproductive
Health (FRH) is affected by Chlamydia trachomatis a sexually transmitted
infection and as shown recently influenced by the environmental Chlamydia-like
as Waddlia chondrophila which live in amoebae. Especially in India Infertility rates
are amongst the highest in the word. It is also known from animal experiments
that the female reproductive health is affected by the presence of multiple
exposures of CT and Chlamydiae in general, though it is not well studied yet. It is
also known that Chlamydiae in poultry (ao C. psittaci) is very prevalent and can
be transmitted to humans. In the current grant we want to study One Health with a
special focus on Chlamydiae in the environment and in animals in relation to FRH
with the hypothesis taht having different chlamydiae present while having a CT
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infection will greatly enhance the risk for infertility in women. Knowledge on the
epidemiology and association will potentially lead to policy steps since these
bacterial infections are treatable. This Chlamydiae concept is recently awarded
with Globalstars Grant in collaboration with India, The Netherlands and Belgium
and the grants structure and goals will be explained.
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Naomi C.A. Juliana, MD, MSc
Institute for Public Health Genomics, Maastricht
University, & Department of Complex Genetics;
Maastricht University, Maastricht, The Netherlands.

n.juliana@maastrichtuniversity.nl
16:00

The prevalence of Chlamydia trachomatis and other genital infections among
pregnant women in Pemba Island, Tanzania

Curriculum Vitae
Naomi Juliana was born in Willemstad, Curacao in 1992. She has obtained her bachelor's
degree in Biomedical Sciences in 2015 and her double master’s degree in PhysicianClinical Investigator in 2019 at Maastricht University. During her master, she started her
PhD-trajectory at the Institute for Public Health and Genomics (IPHG) at Maastricht
University under supervision of Dr. E. Ambrosino and Prof. S. A. Morré. Her research aims
to investigate the role of the vaginal microbiota and genital infections in pregnancy
outcomes among Tanzanian women living on Pemba Island.

Abstract
Background
Chlamydia trachomatis (CT) genital infection is the leading cause of bacterial sexually
transmitted infections in developed and developing countries. Efforts to map the burden of
infections globally have shown a high prevalence of genital infections, including CT, in subSaharan Africa. This study aims to investigate the point prevalence of CT, Neisseria
gonorrheae (NG), Trichomonas vaginalis (TV), Mycoplasma genitalium (MG), high-risk
HPV (hrHPV) genotypes 16, 18, and simultaneously other HrHPV (31, 33, 35, 39, 45, 51,
52, 53, 56, 58, 59, 66, 68) genotypes genital infections among pregnant women in Pemba
Island, Tanzania.
Methods
Vaginal swabs were collected during pregnancy and stored in eNAT buffer. Detection of
CT, NG, TV, and MG infection was performed by PCR using validated detection kits,
Presto CT/NG, Presto TC assay(Goffin Molecular diagnostics, the Netherlands), and inhouse MG assay, respectively. For the detection of the 15 hrHPV infections, the vaginal
swabs were tested with AmpFire® screening assay (Atila BioSystem, USA).
Results
Four hundred thirty-eight Muslim Shirazi pregnant women between 16-48 years were
tested. The mean gestational age at collection point was 15 ± 6 weeks, the mean gravity
was 4.6 (range 1-15), and the mean parity was 3.6 (range 0-10, among women with such
reported information). Ninety women had at least one genital infection. The most prevalent
infection was hrHPV (10.3%), followed by TV (7.1%), CT (4.6%), and MG (1.8%). In total
four women had hrHPV 16 infection (0.9%) and 43 women had another hrHPV genotypes
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infections (9.8%). Consequently, fourteen women were superinfected. The most common
double infection was TV and hrHPV (n=6). None of the tested women had an NG or HPV
genotype 18 infection at the time of testing.
Conclusion
This study showed the presence of the four studied genital infections, including CT, among
pregnant women in Pemba Island. Additional testing of samples from the same cohort of
women is ongoing. Further analysis with adverse pregnancy outcomes will follow.
Preliminary results will be discussed at the meeting.
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Gerold de Valk, PhD
BiosparQ, Leiden

devalk@biosparq.nl

16:20

Point of care testing with the Cirrus D20 for Waddlia chondrophila and
Chlamydia trachomatis

Curriculum Vitae
In June 2009, under the umbrella of TNO Companies BV, Gerold de Valk founded
BiosparQ BV. Founding this company was a logical step to take the BiosparQ technology
to the next level. Bringing the activities in a private setting provided significant allotments of
time to help define the business, link it with resources, recruit additional talent and raise
capital. In 2012, after a management buyout and two seed rounds, an A financing round
was closed with an informal investor who helped the company to mature further. The
company moved from Delft to the Leiden Bio Science Park, where the BiosparQ laboratory
infrastructure and offices reside since then.

Abstract
Fast detection and point of care testing of infectious diseases is a real unmet diagnostic
need. The use of MALDI-TOF Mass Spectronomy (MS) diagnostics has become one of the
standard(s) in current microbiological diagnostics. Unfortunately, C. trachomatis and
Waddlia chondrophila cannot currently be detected well enough using this technique to
compete with current NAAT test standards. The primary reasons for this are the
competition with other bacteria in clinical samples, and the intracellular nature of C.
trachomatis, making it difficult for standard MALDI-TOF MS to identify C. trachomatis.
Developments in MS now allows for analysis of single cells to occur. Through integration of
single cell droplet microfluidics in adapted MALDI-TOF MS systems (Cirrus D20), a single
bacterial cell can be analysed in one single droplet circumventing any noise in the
spectrum. This eliminates the competition that prevents Chlamydiae from being routinely
detected in normal MALDI-TOF MS settings. Currently two grants are running in which the
detection of C. trachomatis, W. chondrophila, and other Chlamydiae are central. Here we
will present the first results of the evalution of the Cirrus-D20 MS-system for rapid and
accurate detection using cultured Chlamydiae for optimisation and subsequently clinical
samples to explore a potential Point of Care application.
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Symposium Organizer
Servaas A. Morré
Laboratory of Immunogenetics, Dept. of Microbiology and Infection Control,
Amsterdam UMC, Amsterdam, The Netherlands,

samorretravel@yahoo.co.uk
Curriculum vitae
Professor Servaas A. Morré is working on Chlamydia trachomatis infections for over 20, with a central focus on female infertility and
women’s reproductive health. He is a serial entrepreneur in the field of (infectious) disease diagnostics, human biomarkers and
personalised medicine to generate new application in health care systems. Coordination of large international consortia, in which SMEs
take place, funded by European money is the basis for his translational output.
Education: He graduated at the VU University, The Netherlands, in Biochemistry and Molecular Biology in 1994. His internships were at
The Zaadunie, Department of Cell biology on plant genetics: polyploidization of Brassica oleracea (Cauliflower) during cell culture (M.
Tan, PhD) and at the Department of Biochemistry and Molecular Biology VU on processing of ribosomal RNAs in Saccharomyces
cerevisiae (Prof. H. Raué, PhD). His PhD thesis (1999) was performed at Department of Pathology (VU University, Amsterdam) on the
epidemiology, transmission, natural course, diagnostics and immunopathogenesis of human urogenital Chlamydia trachomatis
infections. Finally, in 2009-2010 he got his Master in Biobusiness and Entrepreneurship to gain further experience for the management
of spin-off companies of the VU University Medical center.
Positions: He is currently working as Head of the Laboratory of Immunogenetics (started in 2001, Monday-Wednesday), VU University
medical center, Amsterdam and as Director of the Institute of Public Health Genomics (IPHG) (started in 2011, Thursday-Friday),
University of Maastricht. From Feb 2012 he is Professor Host-pathogen Genomics in Public Health at IPHG. Since 1st of Sept 2009 the
coordinates the Dutch Chlamydia trachomatis Reference Laboratory (Amsterdam) for the RIVM including specific CT research tasks and
since 1st of January 2014 together with Prof.dr Christian Hoebe, MD, PhD (Maastricht, NL). Finally since 2015 he is Professor of
Biotechnology and Immunogenetics at SHUATS, Allahabad, India.
Studies abroad: As an Erasmus Fellow he studied at the Universidade Do Porto, Laboratório de Genética Molecular, Portugal, on POLO:
an essential kinase for mitosis in Drosophila melanogaster (Prof. C. Sunkel, PhD). As a postdoc, the Van Coeverden Adriani Foundation
made it possible to extend his Chlamydial research at the Department of Infectious Diseases, The City of Hope Medical Center,
California, USA, in collaboration with Dr. Joseph Lyons, specialists in murine modelling in a period of 5 years yearly visits were made,
the longest 4 months.
Research, grants and consortia: He is working on infectious diseases and inflammatory diseases for more than 20 years and has over
180 publications, from which most are on Chlamydia trachomatis. His research is for the major part focused on the immunogenetics of
infectious diseases with special attention to Chlamydia trachomatis and Bacterial meningitis (collaboration Pediatrics, VUmc). He was
Scientific Consortium Director, of the European Framework Programme 6 (FP6) grant (LIFESCIHEALTH FP6, Co-ordination Actions
(CA)) on functional genomics research entitled: “Contribution of molecular epidemiology and host-pathogen genomics to understand
Chlamydia trachomatis disease (Acronym: (EpiGenChlamydia)“ with 20 European, African and US groups. This consortium had his first
meeting on 12 December 2007. This consortium is extended via new collaborative activities including a EuroTransBio grant (Start 2012)
and a Eurostars grant (Start 2015) into a spin-in company (TubaScan Ltd). In addition, he is PI in 5 other grants. As a partner he is
participating in several other European programmes and grants (ao 4 Eurostars grants as PI). In December 2016 the H2020 SME
Associate grant was awarded entitled “Using proteins, amoebae, Waddlia chondrophila and zebrafish to conquer the human
reproductive market”. This grants ended 31 December 2018.
Organisation on scientific meetings: Together with Prof. Salvador Peña, he organised the “First Annual Amsterdam Chlamydia Meeting”
(AACM) in December 2004 and 6th of February 2015 he organized together with Dr. Sander Ouburg the Lustrum “10 th AACM”. In July
2005 at the 16th Biennial meeting of the International Society for Sexually Transmitted Diseases Research (ISSTDR) he was a member
of the Scientific Committee and organized amongst others the workshop “Immunogenetics of Chlamydia trachomatis Infections”, with
Prof. David Mabey (London, UK, Trachoma research). He was organizing Committee member of 6th Meeting of the European Society
for Chlamydia Research, University of Aarhus, Aarhus, Denmark, July 1-4, 2008 and at this meeting also session organizer:
“Immunogenetics of Chlamydia trachomatis infections”. Finally, he was the organizer (youngest ever) of the 7 th Meeting of the European
Society for Chlamydia Research in 2012 (1-6 July) in Amsterdam, a meeting held only once every 4 years. In July 2018 he organised the
ISHCI. This meetings held every 4 years is held once every 8 years outside the USA. Together with Prof.dr. Angelika Stary he is the only
one who had the honour to organised both the European and International Chlamydia meeting.
Entrepreneurship: Intellectual Property (patents and know-how) has been obtained and linked to several VUmc Spin-off companies
including Microbiome Ltd, (Co-Founder) which won the Amsterdam Inventor Award in 2008 and the FD Gazellen Award in December
2011 and 2012. The second spin-off company founded is named TubaScan Ltd (Founder) a company focusing on medical diagnostics
on the basis of human biomarkers including host genetic markers amongst others for Periodontitis, Rheumatology, Female subfertility
and HLA typing. Finally, he is involved as advisor in several other spin-off companies.
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Future STI / Chlamydia Meetings
9th Biennial Meeting of the Chlamydia Basic Research Society (CBRS)
March 18th – 21st 2019, Seattle WA, United States of America
https://www.chlamydiabasicresearchsociety.org/
9th Meeting of the European Society for Chlamydia Research & ESCCAR
international congress on Rickettsia and other intracellular bacteria
August 24th – 27th, 2020, Laussane, Switzerland
6th European Meeting on Animal Chamydiosis, EMAC-6
2020
10th Biennial Meeting of the Chlamydia Basic Research Society (CBRS)
2021, United States of America
https://www.chlamydiabasicresearchsociety.org/
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An overview of PhD work in The Netherlands on
Chlamydia trachomatis
Table I: PhD theses in the Netherlands
2019 Eleanne van Ess
2019 Kevin Janssen
2019 Martijn van Rooijen
2019 Martin Singer
2019 Charlotte van der Veer
2018 Pierre Thomas
2018 Dewi de Waaij
2018 Nynke de Vrieze
2018 Bart Versteeg
2017 Esmée Lanjouw
2017 Vitaly Smelov
2017 Menne Bartelsman
2017 Catherine Alberts
2016 Titia Heijman
2016 Jan Henk Dubbink
2016 Amy Matser
2016 Kevin Theunissen
2016 Marleen Jansen
2015 Amy Matser
2015 Geneviève van Liere
2014 Monique Pereboom
2014 Jelena Malogajski
2014 Ivan Brankovic
2014 Rianne Vriend
2014 Jannie van der Helm*
2014 Stephan P. Verweij*
2014 Reinier Bom*
2013 Jonathan Lal
2013 Laura van Dommelen*
2013 Marlies Heiligenberg*
2012 Janneke Heijne*
2011 Ouafae Karimi
2011 Koen D. Quint*
2010 Caroline J. Bax*
2010 Janneke E. den Hartog*

VU University Amsterdam
Maastricht University / Public Health Service ZL
University of Amsterdam / Public Health Services
(GGD) Amsterdam
VU University Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
Maastricht University
VU University Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
VU University Amsterdam
VU University Amsterdam and St. Petersburg State
Medical University, Russia
University of Amsterdam / Public Health Services
(GGD) Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
Maastricht University / VU University Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
Maastricht University
Maastricht University / VU University Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
Maastricht University / Public Health Service ZL
VU University Amsterdam
Maastricht University / VU University Amsterdam
Maastricht University / VU University Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
VU University Amsterdam
University of Amsterdam / Public Health Services
(GGD) Amsterdam
Maastricht University / VU University Amsterdam
Maastricht University
University of Amsterdam / Public Health Services
(GGD) Amsterdam
University of Bern / RIVM
VU University Amsterdam
VU University Amsterdam
University of Leiden / Medical Center Haaglanden
Maastricht University
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2010 Ingrid Rours
2008 Liesbeth Duijts*
2007 Denise A.M. Perquin
2006 Sander Ouburg
2006 Joke Spaargaren*
2006 Tanja P. Gijsen*
2006 Hannelore M. Götz*
2005 Jan E.A.M. van Bergen*
2004 Joseph M. Lyons*
2003 Laura S. Murillo
2002 Monica Molano Luque
2001 Irene G.M. van Valkengoed*
1999 Servaas A. Morré*
1999 Johannes W. Trum
1999 Bernardus W.J. Mol
1998 Yvonne T.H.P. van Duijnhoven
1997 Marita J.W. van de Laar
1995 Jar Lan*
1994 Josina van Ulsen
1994 Jacobus M. Ossewaarde*
1993 Hans J.H. Theunissen*
1992 Johannes T.M. van der Schoot*
1992 Arent J.P. Boeke and Janny H. Dekker
1992 André H. van der Willigen
1991 Eric C.J. Claas
1990 Gijsbertus J.H.M. Ruijs*
1989 Henk J. Vonsée
1987 Kie H. Tjiam*

Erasmus University Rotterdam
Erasmus University Rotterdam
University of Leiden / Medical Center Haaglanden
VU University Amsterdam
University of Amsterdam and
VU University Amsterdam
Maastricht University
Erasmus University Rotterdam
University of Amsterdam
City of Hope Medical Center, CA, USA, and
VU University Amsterdam
VU University Amsterdam
VU University Amsterdam
VU University Amsterdam
VU University Amsterdam
University of Amsterdam
University of Amsterdam
University of Amsterdam
University of Amsterdam
VU University Amsterdam
Erasmus University Rotterdam
University of Utrecht
Erasmus University Rotterdam
University of Amsterdam
VU University Amsterdam
Erasmus University Rotterdam
VU University Amsterdam
Rijksuniversiteit Groningen
Rijksuniversiteit Limburg
Erasmus University Rotterdam

*Chlamydia trachomatis is the major focus in the thesis.

Table II: Current PhD fellows working (partially) on Chlamydia trachomatis.
Jay Narayan
Raissa Derks
Anne-Marie Niekamp
Jeanine Leenen
Julien Weijers
Arlieke Gitsels
Anne Dirks
Bernice Hoenderboom
Daphne van Wees
Roel Achterbergh
Naomi Juliana

Maastricht University / SHUATS India
Maastricht University / Public Health Service ZL
Maastricht University / Public Health Service ZL
Maastricht University / Public Health Service ZL
Maastricht University / Public Health Service ZL
Ghent University, Belgium
Maastricht University / Public Health Service ZL
VU University Amsterdam / National Institute for Public Health and the
Environment
University of Amsterdam / Public Health Services (GGD) Amsterdam
University of Amsterdam / Public Health Services (GGD) Amsterdam
Maastricht University / VU University Amsterdam
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An overview of PhD work on Chlamydiae
Table III: PhD theses on Chlamydiae
2018 Cindy de Boeck
2016 Sarah van Lent
2015 Stefanie Lagae
2015 Kristien de Puysseleyr
2015 Leentje de Puysseleyr
2014 Evelien de Clercq
2013 Lizi Yin
2011 Veerle Dickx*
2010 Katelijn Schautteet*
2010 Caroline van Droogenbroeck*
2009 J.J.M. Bouwman
2009 Delphine Beeckman*
2008 Kristel Verminnen*
2008 Taher Harkinezhad*
2008 M.D. de Kruif
2007 Edou R. Heddema*
2007 Ellen Boelen*
2006 Arnaud Daniël Hauer
2005 Tom Geens*
2005 Marnix Van Loock*
2005 Manuela Voorend*
2005 Tryphon Vainas
2004 H.F. Berg
2004 Boulos Maraha*
1997 Roel P.A.J. Verkooyen*
1994 Daisy Vanrompay*

Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
Utrecht University, The Netherlands
Ghent University, Belgium
Ghent University, Belgium
Ghent University, Belgium
University of Amsterdam, The Netherlands
University of Amsterdam, The Netherlands
Maastricht University, The Netherlands
Leiden University, The Netherlands
Ghent University, Belgium
Catholic University Leuven, Belgium
Maastricht University, The Netherlands
Maastricht University, The Netherlands
University of Amsterdam, The Netherlands
VU Universtiy, Amsterdam, The Netherlands
Erasmus University Rotterdam, The Netherlands
Belgium

CPs
CPs
CPs
C
C
C/CT
CPs/CAb
CPs
C / CT
CPs
CP
CPs
CPs
CPs
CP
CPs
CP
CP
CPs
CPs
CP
CP
CP
CP
CP
CPs

Table IV: Current PhD fellows working (partially) on Chlamydiae.
Marloes Heijne
Matthias van Gils

Wageningen University, The Netherlands
Ghent University, Belgium

*Chlamydiae are the major focus in the thesis.
C: Chlamydiae
CAb: C. abortus
CT: C. trachomatis
CP: C. pneumoniae
CPs: C. psittaci

CPs
C
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Attendants:
Title

Last name

Surname

Affiliation

E-mail

Drs.
Dr.
Dr.
Prof
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Ambrosino
Benthem, van
Bergen, van

Elisabeth
Elena
Birgit
Jan

liesbeth.ab@gmail.com
e.ambrosino@maastrichtuniversity.nl
birgit.van.benthem@rivm.nl
jvanbergen@soaaids.nl

Dr.

Berghe,
Vanden
Castriciano

WiM

UMCG
MUMC
RIVM
A-UMC / SOA
NL
Sciensano

Santina

Copan

Derckx
Feshangsaz
Geuns
Gier, de
Heijman

Raissa
Niloofar
Lizzy
Stephan
Titia

Heijmans
Heijmans
Heijne
Hesselius
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Announcement

15th
Annual Amsterdam
Chlamydia Meeting
2021
Organisers: Servaas Morré & Sander Ouburg
Laboratory of Immunogenetics,
Dept. Medical Microbiology & Infection Control, Amsterdam UMC,
Amsterdam
We hope to welcome you all in Februari 2021

Amsterdam, 14 February 2020

Special Issues
We are proud to announce the special issue Chlamydia trachomatis infections in
the journal Pathogens (IF: 3.4).
Pathogens will be the sponsor for the best Presentation by a PhD student at the
14th Annual Amsterdam Chlamydia Meeting.
The submission deadline for this special issue is 30 April 2020.
This Special issue is dedicated to C. trachomatis related pathology and
epidemiology. Submissions from researchers investigating C. trachomatis
infections and outcomes are welcome. The aim is to provide state-of-the art
summaries of current knowledge and explore emerging developments in the
understanding of the pathogen, the infection, or their global impact.
Guest editors for this special issue are:
Dr. John Papp
Laboratory Scientific Advisor, Centers for Disease Control and Division of
STD Prevention, Atlanta, GA, USA
Dr. Elena Ambrosino
Assistant Professor, Institute of Public Health Genomics, Department of
Genetics and Cell Biology, Research Institute GROW, Faculty of Health,
Medicine & Life Sciences, University of Maastricht, Maastricht, The
Netherlands
We invite all Chlamydiae and Chlamydia-like researchers to submit their work to
the special issue.
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Special Issues
Research Topic: Genital Microorganisms in Pregnancy
We are proud to announce the research topic Genital Microorganisms in Pregnancy in the
journal Frontiers. The submission deadline for this research topic is 20 March 2020.
The aim of this research topic is to bring together research expertise, highlight interesting
and pivotal discoveries, and present the latest developments addressing the field of
genital-tract microorganisms and perinatal health. Such set of articles will certainly
contribute new scientific evidence to the global efforts of improving pregnancy outcomes.
Papers on basic scientific evidence, epidemiological studies, new approaches for patients
and population management, and everywhere along the translational spectrum are
welcome.
This Research Topic encourages original research articles, systematic and (mini) reviews,
methods papers, perspectives and editorials.
Topics of interest include, but are not limited to:
-Burden of sexually and genital-tract infections during pregnancy;
-Impact of sexually transmitted infections on pregnancy outcomes;
-Impact of other genital-tract infections during pregnancy;
-Description of the vaginal microbiome and its changes during pregnancy;
-Vaginal dysbiosis and pregnancy outcomes;
-Diagnostic approaches to address genital-tract infections during pregnancy;
-Impact of therapeutic regimens for genital-tract infections on pregnancy outcomes;
-Public health strategies to address the impact of genital microorganisms on perinatal
outcomes;
-Effects of perinatal microorganisms during different pregnancy stages;
-Efforts that support the elimination of mother-to-child transmission of sexually transmitted
infection, such as HIV and syphilis;
-Association of genital-tract infection and diversity of the vaginal microbiota in pregnancy;
-Diversity and changes of the vaginal microbiota along pregnancy;
-Role of the vaginal microbiota in pregnancy.
Topic editors are:
Dr. Elena Ambrosino, Maastricht University, Maastricht, Netherlands
Prof. Remco Peters, University of Pretoria, Pretoria, South Africa
Dr. Kristina Adachi, UCLA Department of Pediatrics, Los Angeles, United States
Dr. Madhu Gupta, Post Graduate Institute of Medical Education and Research (PGIMER),
Chandigarh, India
This Special Issue will focus on both bacterial and host-based genetics and genomics from
a fundamental, translational, epidemiological, diagnostic, and policy perspective.
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